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Education 
Ph.D, Biochemistry and Molecular Biology 
August 2004 – September 2012  
University of California, Davis 
Thesis Advisor: John Roth 
 
B.S., Biochemistry 
August 1998 - May 2002 
University of Oklahoma 
 
Research Experience 
Researcher 
University of Uppsala 
November 2012 - Present  
 I am researching the evolution of antibiotic resistance in bacterial populations. I am doing this by 
evolving bacteria in the presence of antibiotics, and then using whole genome sequencing and genetic 
techniques to reconstruct the evolutionary steps that gave rise to resistance in these populations. I am doing 
this to understand the selections that bacterial populations are subjected to that lead to the formation of 
clinical resistance. 
 Additionally I am involved in the IMI ND4BB ENABLE program as a program co-leader. In this 
capacity I, together with the hit owner pharmaceutical company, coordinate experiments between academic 
research groups across Europe to develop a novel antibiotic. The ultimate goal of this program is to develop 
novel antibiotics to the step of Phase I clinical trials. In addition to this coordinating role, I am also 
involved experimentally in the microbiology platform determining frequency of resistance and mechanism 
of action and resistance using genetic techniques and whole-genome sequencing technology. 
 
Ph.D Candidate 
University of California, Davis 
March 2005 – October 2012 
 I examined the role of bacterial microcompartments in the metabolism of ethanolamine by 
Salmonella typhimurium. I discovered that microcompartments encapsulate enzymes requiring cofactors, 
and that the cofactors are cycled in the microcompartment leading to more efficient metabolism of difficult 
substrates than otherwise possible. 
 
Laboratory Technician 
Oregon Health & Science University 
May 2000 - August 2000; May 2001 - August 2001; May 2002 – August 2004 
 My investigations included the expression, purification and assembly onto lipid monolayers of 
retroviral structural proteins, and analysis of assembly using structural electron microscopy and image 
processing techniques. 
 
Research Assistant 
Oregon Health & Science University 
May 1999-August 1999   
 I was awarded the Elizabeth Glaser Pediatric AIDS Foundation summer internship to study the 
structure of HIV capsid proteins assembled on synthetic lipid monolayers. 



 
 
 
Awards and Honors 
ESCMID Tuition Grant (2016 Advanced Course on Antibiotics) 
Swedish Federation of Microbiologists Travel Grant (2014 EMBO Workshop on Recoding) 
National Merit Scholar 
University of Oklahoma National Scholars Program 
Automatic Data Processing Corporate National Merit Scholarship 
Elizabeth Glaser Pediatric AIDS Summer Intern 
 
Courses 
2017 Swedish Apotekarsocieteten 3-day Drug Development Course 
2016 Advanced Course on Antibiotics (now ICARe) 
2014 Perl Programming with Application to Bioinformatics 
2013 Introduction to Recombineering in Bacterial Genetics 
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